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A. 25 HCs from 9 lineages of VRCO1-classbNabs
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B. Consensusandrepresentative sequences for mutation profile
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VRCO1-class SHMs: mutationsthat are present in at least two of the9 VRCO1-class bNAb lineages at corresponding VH1-2 positions.
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--PGYGNYGWY FDVWGAGTT VI VS §
~-YDNDVDG WY FD VW GA G TT VS VS §

~-YDHDGEG WY FD VW GA G ST VI VS §
~~YRNSYDD DG WK FD IWG AG TS VT VS §
—=YDNDDDG WS FD VW GAG TT VT VS §
—=YDNDGDG WS FD VW GA G TT VT VS §
~=YDNDADG WF FD VW GA G TT VT VS §
~~YNNEEDG WY FDVWGAG TT VI VS §

--YDSDGEG WY FD VW GA G TT VI VS §

--VDYDYDG RD YY AM DY W GQ GT SV TV 5§
~~DRTGNDW NF DV WG AG T TV TV S5
——YDNDGEG WY FDVWGAG TT VT VS §
RIGNDW YF DV WG AG T TV TV 58

~~YDNDADG WY FDVWGAG TT VI VS §
~-ELGLAWF AY WG 0G TLV TV SA
~-DSSGSAN FA YW GQ GT LVT VS A
-RAYYNYDA ES FDWY FD VWG AG TT VI VS S
~TYYVYGDW YF DV WG AG T TV TV S5
~VYYGYGD YF DV WG AG T TV TV 55
RRYNYDW EF VY 1iG QG T LV TV SA
WYGNYD W YW GO GT L VT VS A
GDYDEG DW YF HV WG A GT TV TV SS
IFDSHW YF DV WG AG T TV TV SS
STYDDY DW YF DV WG A GT TV TV SS
~KDMSGTDW KL DV WG AG T TV TV S5
——PSYDYDH Dii YF DV WG A GT TV TV S5

D. The light chains ofthe 27 synthesized knock-in mouse IgGs
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